ge (X 25 ﬁi%’ﬂ:
e gy 1 A 2 L

COMPREHENSIVE ENGLISH-CHINESE
DICTIONARY OF BIOCHEMISTRY AND
MOLECULAR BIOLOGY

4 & & K i
1t 5



moE oA

A LU A W 40 2 RO F AR W2 4408 O 0T o T S K — SRR DA G
Bl 22 ) B A4 R L $E 29 50 000 A, R—ALZERMR T AR, WRE
T RE LY E O TR YT R Y 0 T
ALY S TR A e A TR T A R
T T BUREW SR 0 T A M A B SR A s Rk
WA 25 507 A A

S I P N g N G S e e A S SO & /R B 5 DN BN 8 1
Bl 45 B BER G 13 AR5 LA R W9 AR U 75 4F R AR F R,

B H 7E R 4R B (CIP) #13E
PG A AW K oy T A %8 = COMPREHENSIVE
ENGLISH-CHINESE DICTIONARY OF BIOCHEMISTRY AND

MOLECULAR BIOLOGY/RZ 44 . —IbaT . Bl st , 2003, 7
ISBN 7-03-010092-1

Iogee I R . Q4w sl -3 WO F Y
il N V. OQ5-610Q7-61

HE A B B0 CIP Zdlit% 5 (2002) 4 008180

FrAiEgp R A/ TR T ks
FAL A AL/ #HEikat.E &

M4 5 & K B R
Jo s AR HIAR ALl 16 5
1R B % 75 . 100717

http://www.sciencep.com
¥a#asicads g
Bhof RAL A2 AT 25 MU AR A5 O 28 8

*

2003 4E 7T HE — MR JFA . A5(890 X 1240)
2005 4F 1 7 55 i B Engk .26 1/8
ENC.3 001—5 000 FHC.1 210 500

E:62. 00 T
ChnA B Jo it (Rl FAt 2 ST GRTRO )



T

B

HE WA T 03 A W 2 T R A i o T el i BB Y S R AR R
BEE L2 R 45 A B Z A B SO B 8 U2 25 2 R
WFRAEIEA T 73Tk, BT — 2855 i 44 18] 52 B 3R FNF 2 40 5 Al
WEZEEMNZERKRMAC RN T A, REERL 1 TH
P kR, 20 WU SRR A R AT BEGRED T, X T
AR SORMIE T 16 A0 87 A W A 2 R 03 A o AT i A B DR Y SE

IE 4 A 45 89 HAYTE T UYL~ 003 A W 2 ) S A 1) 2% R AR
AT S R S T A T G RSB ) ol 0 9 3 — AUEORT T 7 X — ST o
FHOIF 07 BIE AR B AN B3 BB AE AR T H o A 1) 8 20 BT 75 14 44 17
WU A B PR B — AT B B LU A2 o T A e
ERIFEE T — SO AR G b 22 T I 5 2 B TR OC A HAt = B Y
FATP

Al g 3R] 2R B0k A U R TR R 3 X 2 BT
— PRI, RN T2 .2 50 000 4%, ¥ M AWk 1
AW RO TR R AR O TR S O TR S )
TS SR IN TR AR e AW A TR O T A
FLEYER TR TR UREEOR Oy T A A B
TR R A AL 25 A D5 T

H TR AL A B AL B E R R — 8 A AL 45 A B
A1 i Ao RIS P T 4 75 SO SRR TR] L AR T3 oA i BT B AN T
AR SC A4 A A R P ]

KT B s v A 4 B R R MCER 4 5 R Y 3 AR P e BT AR B9 &l i
Yyrp R T2 AR S A B B4R S A 7 A T R A —
UK Hh 40 5 1R 1 4 44 B3I SC 44 1) B S04 s W AN T) el sl 55 8 K
SNGE L T AN BIOAS Y G 4 4 TR I A 2 MW B T — ST AR Y R
Wy e felt P A — S 3R B 45 5 01 5 2R 0 T 2 ARG . H AT S 7R R TE SC
HRTREAR T4 A L (H X 45 5 7] P BREAT S SO SO DUSCA4 S T 75 AR U5

e« ] e



fif,

F T — S (= A1 4 R 2R AT 2 AT 2 B0 R A B 4 D
TXR T — BE AN A P 2 B ) 352 2 A A ) SCHR Bk I R i
R BIEM RPN T Y SRR T ENEESF

AP S TARAESE TR A% A SR A HE IR B A 5 45 4% 7 1 A TAR A
AR, BRI Ay o AR B (4 Bk e Wi A T IR B ) 4 A 4 5 TIATS A
2o A NBETT BOoRAF FTBR , B2 22 M i T L R D 22 A0 AT XfE kit 4, A
AR L R AT KRR BT Ag e, IR R IT

R G 38 AR A ST R 2% (LA — S T Al 1A 2% VAL iR A
A 23 B AR B2 D) S 1 e E R A R 24 1R HE 2R B L
HiE .,

%
2001 & F %



& A i B

L AR 2 5 SCA44 1) B9 5= BEMGURE HE 1, 52 5 6]t — 4 3 SO e 4
VN EilR

2. [a)—3e 3 Z5 A JUAS B SCME i IS4 T« 03 TF A AR A &
SR SC A B 43T

3. A4 TR B4 TR IO A SRR R R T DL I (AL T R AT
SR SR BT RERF SR AN

A, BESCAATE SO NI R RN IZ A TR B B PR L ROR
AT B DE S L B FR Iz A T R R T 3,

5. BEICA TR I C )N =" 1% 25 (9 [R] S, ~=> Ry il Sl

6. HhICIEA T N AT I AR T OE R A, (OW
P18 2 PR AR B 0 12244 1) 1) T R i 10 I Wi e 32 3m) A% 1 7 X

7. RSk A D R BRI T AL L 45 R — AR B A
WNVCIE SC, AR A 405 38 ) Jsal fe i ¢ O L B A% S 16 L U0 deoxyribo-
nucleic acid(DNA) &A% BR . monoamine oxidase( M A Q) B4 1L
ity 4 . AEFEFRIUF HES d A1 om PRI PRSI DNA FI MA O, 3235
o LAY [ 48 5 TR I, AT R SR T SCE T R T 46 S R b A S0 R Y
S . B4 S 3R] S T S Al A A 45 1) 6 AT % S RO HE A 40
DNA polymerase DNA EEGHF . DNA sequencer DNA {5,

8. H T A TR AN o2 ) i, PLAHE A7 K007 B i 2% A 44 1) B3k /D R0 B
A, — e JH A s 3R 4%, an . H 3 A endorphin IWMEAK, Tl cendorphin
a WHERK . B-endorphin B P MERK AT Y-endorphin v P ME K 25 4 A 15 4
A LU 8/ e

9. JUR b 24 1R B AE DA T bR L (R .

o dil e



(i

fd FHULEA

FRAJ T T S eevevvncnceseanneatesienteesisienteeciseaceeseoscacessasncncsssannsacsns (D
BESE 1 B THAEE ] woeeeerrrreeerennneensesniiennsneieesnsneoneeessnenns (728)
B 2 B FHIREEZE oeveerreenreneriiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiecnens (823)
B 3 S EEREZE eevrrnrrenieneeeeriei et e e e e e (824)
B 4 B EERTEFE coeveeereniiiiiiiiiiiiiiiiiiiii i (825)
B IR} weeeeereerrrait e e e e e e e (826)
N T (828)
e T PP PR (840)



A

aabomycin [if|#45 %

abacterial JCHEIAY, AEANRETERY

ABA-deficient ABA Htff#l, 75 B
ey

ABA-insensitive ABA USRI, BTE
FRAS U

A band W, A H

abasic JCRf3E

abasic site i fgEA A, TCORHEN

abaxial ilng, G

abbemycin FRER

Abbe refrectometer i I $7-5/¢4%

Abelson-murine leukemia virus %
A 7R A% B L9595

abequose  {3-/Iit U7 OB L BT LE W] b

aberrant 5[, BARAY s EGE Y, RREL
£

aberration WA SR, 525 AR FD

aberration rate [RjAr%

abesterase |5 RERG

abetalipoproteinemia ¢ B 5 & (1 1fiL
hE

abietic acid #\FFfE

abietite B2k

abiogenesis [ 88 % 4 Ui, T IR UL

abiogenetic /X% £

abiological JF4: 13-y

abiologic process J:A4:#i1 2

abiosis oA 7, 50T

abiotic  JGAEVG 1Y BETCY

abiotic factor A=Y F

abkhazomycin [filA% %

ablastin  #IZEE , 02 MR BTIAR, 1
W&

ablastmycin [fUEER

abluent 55, EEEM

abnormal ¥, AL IEH MY, L H Y,
AEZSIH

abnormal distribution 3JEFEA01

abnormal growth HEiF &4 K, 5%

CN

abnormal hemoglobin & % Il 27 &
Fl

abnormality 55, KH WY, WiAS

abnormal metabolism

abnormal prothrombin
&

ABO blood group ABO Ifii#!

ABO blood group system ABO fii %
R4

aboriginal mouse J5/: ff

abortifacient FHAZ5, BERAIY

abortin RiFHE, CE

abortive transduction ;=L 5,
A

abortive transformation Jiy=%%1k

A box A&

abranin 41 91{f

abrasine BT

abric acid ME TR, Z1 G

abrin AMHEGHENLATH AHERETE

S AR
S W BGE oL it

abrine T 5f,; N-H IE (0 &R, A 5
A SRR

abrotine FHEH, HEH

abrus agglutinin AT FHEEER

abscisic acid(ABA) 7455, IKIR 2

abscisic acid binding protein Jii %
fReE A

abscisin J}i75%, (RIRZE

abscission Jliv& 25 VIER , I

absidia F!3L%

absinthin 72,

absinthol 3 (i

absolute 4% 1), JTC/K AT ; 5241

absolute alcohol Gk Z B, JG 7K Il
A A A

absolute configuration 4 X} 4%

absolute initial yield #sxI¥yi515%

absolute methanol J&/k H i



abs acce
absolute plating efficiency #:%[>F-4 | absorptive pinocytosis U7 i1k
BOR absorptive tissue il 4!
absolute reaction rates i XJ 2 i # | absorptivity 1% 2% Wik
B abstraction #2H, 2, = H 7, Fd
absolute specificity 4 % % — %, 4 T
X S abundance £,
ab;glute temperature scale 4%} | sbundant SRR EED
23 = =
absolute zero %2 abg%j%}ﬁ%%;@ﬁ FEIE mRNA- 7
absorb ik abundant protein & (KikNYIE
absorbance(A) W, WGREE , R Y % &
absorbance index R IEEL aburamycin [ fi5 %
absorbance unit A7 abzyme Ji{Aff
absorbancy %% acacia FTHi{AICH I

absorbate (i)
absorbed antiserum I I3
absorbed dose Wi &
absorben M7 Ui#i 5
absorbency(A) 21l
absorbent 11}
absorber WIS SR ; I &
absorbing inheritance 73 {E 1
absorptiometer %3, it
absorption Wt (/E
absorption band Wi , A
absorption bleaching W iiZ 5 1k
absorption cell [t £a 3y, Wi, 8
w

absorption chromatography
i

iz B €

&S
e
WO 2

absorption coefficient

absorption cross-section

absorption optical system
&

absorption ratio ;iR

absorption spectrometry
E, RIBOGIEE

absorption spectrum;
spectrum  IZOEHE

absorptive cell Tl 4HE

absorptive endocytosis T U4 A,
WA AT, WAL R A

absorptive lipemia W SePEfi i CE )

MO I

absorbance

acalc(a)emia 545 Ifl (hE)

acalcicosis 45U

acanthocyte ity , LT 4L

acanthocytosis JC B 5 [ IMLAE , BELT
A £ E

acanthosis i 57

acanthosis nigricans 2 (i iz 5%

acapnia Il JRBKFRBLZ CRE D , BREKIR Il

acarbose [ {f 1B

acaricidin  ZRHiF|
acaryocyte JCAZZH M

acaryotic JoIZH)

acatalasemia it 4 {0 SRR ILAE | 37 4
AR Z 5, T Ct AR

acatalasia it S LA MG AE , 1 H AL
Yy S I i

accelerated flow method Jiji5# i 5%

acceleration i 3 1 F, {2 2E4E FH 5
I

accelerator JiiE 2%, JE |

accelerator globulin; accelerin  {i¢ it
MEREE 1, I 22, BE i 5+ VT, € 1
FVa

accepted point mutation {357 5 %48

accepting arm [tRNA [ 1490

acceptor YNk, (B4R, Z ik

acceptor-control ratio 3% 57 A& 5 i
BRI

acceptor RNA #4# RNA,%Z /& RNA



acce ace
acceptor site %37V 5 EZ 00 L 4% | A cell  UBE A 41
ZARTAL , Z AL acellular FR40AAY, TCANIEAY
acceptor splice site 5§37 (& acenaphthene — 5%
acceptor splicing site BYF:Z (K75 | acene Jf %
ac?zcle:%ﬁor stem (tRNA W)L, 57 | acentric &2 K4, R0 1Y, JE P HE
iy

accessibility n] J i, n Tk

accessible A] }z 1

accessible promoter v X2 3T

accessible surface; accessible surface
area nJ N RTH

accession number %5

accessory R AEI A ALY ; B
FF

accessory cell /-4 T, A4

accessory chromosome Fl| 4 {4k, #8
A/ ERIN

accessory DNA F| DNA, % DNA

accessory factor #ihX

accessory gene [ 3L

accessory nucleus &1, BI#Z24%

accessory pigment Hfif){nz

accessory protein i B (H (JE 7, Mt

HEA
accessory substance )5
C4H B D A

accidental cell death
T

accidental evolution #LiE:#4k

accidental host /.75 3, 0%+

accidental sport RiE AR TR ZEAR

accidental variation; accident varia-
tion fHIRAEF

accipenserin fffn 7%

acclimatization 7K 4- 35 )i , JIfi)%;

accommodation 5, & 7 , 344, i
A

accompanying species {4 Ff

accumulation Z4E, 21

accumulation culture &R

accumulation of multiple mutation
AT

accumulation theory 222

Ac element 7GR T, Ac IO

acentric dicentric translocation J©
PR AP\ E 4 LA

acentric fragment Jo¥5 22 ki A

acentric inversion Jo%& 22k 5 57, TG
L RLEINL s WG 2R Byl

acentric ring J&H 22k

acetal 45, BEYREE

acetaldehydase 7 (4 4k

acetaldehyde 7 fi%

acetal phosphatide 4[5

acetal resin 45t s

acetamidase 7, L

acetamide Z it/

2-acetamidofluorene 2-Z, it 4E 37

acetamidoglucal 7 ko F 447k

acetaminophenol 7, it 4 3L

acetate /i ; Zadh BHAR

acetate activating enzyme
i

acetate hypothesis 7, fi#th

acetate metabolism 7 i}

acetate replacing factor 2 /i3 & #: [+

LRI

acetate rule Z FREFIN

acetate thiokinase;acetic thiokinase
C TRBR Kt

acetazolamide 7, JiEm Chif

acetic acid 2%

acetic acid bacteria Z /G415

acetic anhydride 7 &[T, 2/

acetification ESLIEH, ZERILVEH

acetin  Z R H AR

acetoacetate it ZfE; Bt R,
[(E

acetoacetate decarboxylase 2 fit 2
P Mt 342

acetoacetate thiokinase 7 it Z W%



ace

ace

T
acetoacetic acid Z it Z iz
acetoacetic ester 2 JitZ. R 2 lE
acetoacetyl-acyl carrier protein 2

Mt 2 I A A 1

acetoacetyl-CoA ( = acetyl coenzyme
A) BRI A

acetoacetyl-CoA deacylase /.5t Z /i
WG A BRBERS

acetoacetyl-CoA thiolase 7 it 2 it
WG A ST

Acetobacter ETRFTEE

acetogen ; acetogenic becteria =7 2
2]

acetogenin ZR LB, ZERH I

acetohydroxamic acid Z L4 57

acetohydroxy acid synthetase ¥%2,
TR U . O BEFR IR A I

acetoin Z A, 3-¥5F TR

acetoin fermentation 3-32(3L) T i
oAl

acetokinase 7, fiRii

acetol 45, PRI

a-acetolactate o Z it FLIR

acetolactate decarboxylase 7 [i3L1%
JiliE A

acetolactate mutase 7, i3 RAs (v

acetolactate synthetase 2 Bt3L#2 4
T

acetolactic acid o Z,JBEFLE

acetolysis FESERIT /3 , LEARCAETD

acetomycin i E

aceton(a)emia PN I CAE)

acetone [N ifi

acetone body [ii{Ak

acetone butanol bacteria PN T i
HTE

acetone-butanol fermentation [if-
TR

acetonemia A |
acetone powder PR , TN B K
acetonitrile ZJif

acetonoresorcin(ol) A

o

BiF

acetonuria PR

acetophenone 7 Zfifi

acetorphan i ki1 1 7
acetovanillon Jip& kpE

acetoxy W&

acetyl- ZBi(HED

acetyl adenosine-5'-monophosphate
5'-Z LR AT OB R
acetyladenylate 7 B:f11 R
N-acetylalanine N-Z iR
N-acetylamino acids N2 Btz R

acetylaminofluorene (AAF) Z [t 4
Y

acetylaminoglucosidase 7, it 4 55 %
Wil

N-acetylamino sugars N-Z, [t &30

acetyl AMP 7, fit AMP

N-acetylaspartic acid N2 KA %
iz

acetylated ZWtfk, ZBHEY)

N-acetylated protein -2t 1%

acetylation Z WAk 1EH)D

acetylation of core histone #%.(>2H%&
H i L BEfL

acetyl-beta-methylcholine 2 fit-3-H
FENBT

acetylcarnite it Py

O-acetylcarnitine  O-Z,[: A5

N-acetylchitohexose N-Z, [t O 4%

acetyl chloride &ftZ i, ZHt5

acetylcholine(Ach)  Z fLAHS

acetylcholine agonist 2. Bt JH 58 H5 it
i

acetylcholine blocking agent Z fit/lH
R BEL T

acetylcholine bromide 51t Z, BEHGK

acetylcholine chloride 51k Z EtHE

acetylcholine esterase (AchE) 2
JOE T P

acetylcholine receptor (AchR) Z.ft
JEHRSZ A

acetylcholine transferase 2 [t JH B
SR i



ace

ace

acetylchondro-sitinase 2, - & %
it
acetyl-CoA  Z L4 A

acetyl-CoA carboxylase Z [it#fifif A
AL

acetyl-CoA transacetylase 2 [:fii
A B LB RO

acetyl-S-coenzyme A Z k- Sl A

acetyl coenzyme A ( = acetyl-CoA )
LBEAE A

acetyl coenzyme A carboxylase Z [
LG A R

acetyl coenzyme A carnitine acetyl
transferase Z WEAHEE A AR 2t
LR RS il

acetyl coenzyme A decarboxylase
LTAHEG A R G

acetyl coenzyme A synthetase
LG A AR

acetylcysteine 7 fit2l bt &R

N-acetyl D-galactosamine-4-sulfate
N-LT-D-Z F2f F LM -A-Bi R

N-acetyl D-glucosamine-1-phosphate
N-CBt-D-Z A - 1-R R

acetyl DL-amino acid Z.ft DL-%& 3

s

N-acetyldopamine N-Z,[i% [ fi%
acetylene 7 b4k
acetylene reduction Z 44 J5AEH

acetylene reduction method Z £

Jiik

acetylerythrosphingosine 2, it 7f #%
A

acetylesterase . Jifigi7

N-acetylgalactosaminase V-2 it 2
FUNHIE i

N-acetylgalactosamine  N-Z, i 2F 5,

WERE . N-C Bt S 7L b
N-acetylgalactosamine deacetylase

N-C T FLRE R £ T
N-acetylgalactosamine diphos-
phouridine  N-Z V- FLIE R R

pi-

PRAF

N-acetylgalactosaminidase  N-Z. i

I F U
N-acetylgalactosaminyl transferase
N-C RSN R Tl
acetylglucosamine 7. 53 b iz . 2 1k
A
N-acetylglucosaminidase
W R T il
N-acetylglucosaminitol
i
N-acetylglucosaminyl transferase
N-C AR Y F T
N-acetylglutamate N-Z BEA %15 ;
N-C A R AR TR ElR

N-Z. Bt 75

N-Z. T 75

acetylglutamate kinase 7, it 4 2 [
P

acetylglutamate synthetase 7, it &
R N

N-acetylglutamic acid N-Z A&
H&:
N-acetylglutamic-y-semialdehyde
N-CBEA AR - v
N-acetylglutamyl phosphate N-Z.[it
B AR
acetyl glutamyl phosphate reductase
LA R TR BRI i il
N-acetylglycine N-Z.ft H &%
acetyl group Z kit
N-acetylhematoside  N-Z [ ifi A g

N-acetylheparin monosulfate N-2
T2 — R

N-acetyl hexosaminase N-Z, i 4 5t
CUA G

N-acetylhexosamine -7, i O ¥ iz
N-C BRSO

N-acetyl hexosaminidase N-Z [t
W

N-acetyl hexosaminitol N-Z, [t C 4%
Jpi s

N-acetylhistamine  N-Z, 40 i

N-acetylhomoserine  N-Z, & & 22 4
%, N-C Bt [e] Y 22 24 2

acetylhydrolase Z [ /K fift it

acetylimidazole Z fiiipkmk

acetylisable 7] Z, Bt1LHY



ace

ach

N-acetyllactosamine  N-7, [k 28 3L 3L
B, N-C BRI

N-acetyllactosamine repeating struc-
ture  N-Z PR FUMENEE K 450

acetyllipoamide 7 FEas - Eiili

acetyllipoate Z.BLRi-EiR ; ZBEAR R
ENL

acetyl L-tyrosinamide Z Pt-1-1#% %4
Tk iz

acetyl L-tyrosine ethyl ester Z.fi;-L-
1% 22 LT

N-acetyllysine N-Z.[it#i52 %

N-acetylmannosamine  N-Z, [ H &
W%

N-acetylmannosamine-6-phosphate
N-Z BRI T E b -6 R
N-acetylmannosaminitol
P e
N-acetyl 3-methoxytyramine
T3~ FH 4 i i
N-acetylmuramal pentopeptide
N- T B P ik
N-acetylmuramic acid  N-Z, i it BE
M
N-acetylmuraminate
O IR HE I
N-acetylmuraminate monoxygenase
-2 R 28 OO 2 4 il 1
TR BRI A il
N-acetylmuramyl pentapeptide
N- T B P ik
N-acetylneuraminic acid V-2, it i
LRI , VTR IR
N-acetylneuraminic acid-1-cytidine

N-Z B H

N-&

N-Z T ph 25

monophosphate  N-Z, it ¥ 2 54 -
1-ff i — R
acetylnumber 7, fH(E

N-acetylornithinase N-Z. [t 1 & i i

N-acetylornithine N-Z, ;1 %%

N-acetylornithine cycle N-Z S &
FRYEFR

acetylornithine deacetylase
TR 2T T

acetylornithine transaminase

LS
N

B R

acetylphosphatase 7. Jitia

acetylphosphate 7 L@z ; 2 BERE R
£ HEER

acetylpyridine Z Ltk

acetylsalicylate Z. BE/K 4% ; 2Btk
WL BRER

acetylsalicylic acid Z.MW/K#%%

N-acetylserine  N-Z Bt2 2%

N-acetylserotonin  N-Z,Ji-5-¥ (A i

acetyl shikonin 7 pssenis

acetyl spiramycin 7 JiIE e %

2 "-acetylthiamine 2'-Z, [t ZE

acetylthiamine diphosphate 7 fit#i
e FEBEIR , BRI R R

acetyl thioester Z EEfi[E

acetyl thiokinase Z [B:at 3

N-acetylthreosphingosine  N-Z, it 75
i

acetyl transacylase 7 [ L

acetyl transferase; acetylase 2 it
Rl

acetyltryptophan 7 @&

N-acetyltyramine N-Z,BEESHE

acetyl-L-tyrosinamide 7 [t-L-% %
Mot fe

acetyl-L-tyrosine Z - 1% %52

N-acetyl-L-tyrosine ethyl ester
N-Z Tt L5 5 R L B

acetyl-L-tyrosine ethyl ester
L- =R LT

acetylurea ZBERZ , ZBEK

Ac-globulin {2#E 1M EREE 4

A-chain A %%

achlorhydria Fai=

acholeplasma; acholeplasma
lawii  JGfH S A

acholuria JHE KR

achroa (Zik= ., 1LAs

achroacyte M4, T4

achroacytosis J#k[™ 2 i3 &

achrodextrin 7% k5

achroeocythemia (4T 41 fifi v ) If 4T &

4t

laid-



ach

aci

Hit=

achroglobin TG (A gk 1

achromacyte JC {521 41)if

achromatic JF (221, (LAY R4
JE, To

achromatic color J(f

achromatic lens {2554

achromatin;achromin JF4L (i

achromatoplasm JE 4454

achromic ¥, LOH

achromic point 4% 5

A chromosome A :fffk

achromycin AR (FEREHER), M
7§

achrooamyloid G MR

achylia gastrica HiEst=

achymia;achymosis &L=

acid albumin RIS E L RO E
M

acid amide i

acidaminuria Z{ILfRIR

acid anhydride Fgif

acidase peptone 27K fift i

acid azide 3SR

acid-base balance; acid-base equilib-
rium  FRHE T

acid-base catalysis i fH# 1L

acid-base catalyzed reaction i b fi:
A

acid-base indicator RTHFER

acid-base metabolism A% ¢4

acid-base titration 5 &

acid-base transition [iRuE

acid bath [R5

acid catalysis [iRfifk

acid chloride {34

acid dissociation [Rf#E

acid dye [RPEYLH, B YLk}

acidemia % Ifit CAE ), BRI

acid enzyme [igt4:fif

acid-fast THfRK , HUER

acid-fast bacteria FHTR4HH

acid-fast organism HiEE A=Y, BL R
[t}

acid-fast staining HiF 40 5E UL 5

acid fibroblast growth factor iz {4
BCET A A A Y

acid fuchsin 540

acid gland 2 Ji# CARIMEH R O

a-acid glycoprotein o R

acid glycoprotein B2 ¥ [, IfL 75
KREHEN

acid growth PR{EEK

acid hematin M E k20

acid hydrolase 2 /K fit i

acid hydrolysis &, Inf& /K fi

acid hydrolyzed casein % /K fi# 1% &
H

acidic FRYEM

acidic agglutination 2154

acidic amino acid L%

acidic dye Ry, Btk Gt

acidic ferritin FRVEERE D

acidic FGF g PE sl eF g fd A= 4 I+

acidic-helix domain i {412 JiE 45 44
I

acidic hydrolysis /K fi#

acidic polysaccharide FR{:Z

acidic protein R YE®E 5

acidic saponin & 2FY

acidic stains R ukl

acidic transactivator 2 P iz =R
HH

acidic transcription activator % 4
e A A

acidification #R{kfEH

acidification of urine Rk

acidifier Ry, AMRE, LML)

acidify m1k,25m

acidifying F{LCYERDD

acidimetry R E D

acid intoxication; acidism; acidis-
mus; acidosis fiZ 5

acid ion R T



aci

acr

acidity R, Btk

acid lipase RIS 5 i

acid maltase W13 20

acid medium FRY:REFEIL

acid metabolism Rt

acid mucopolysaccharide % 4: % £

acid-non fast RHLERMY , ATHERT)

acid number R

acidolin FEFRFHE

acidolipase [5G

acidolysis F2fi# , BR/K fift

acidophile EFRYVE, IEERYE , RERR 1Y, VE
TR AN, TR AN T , R RAE Y

acidophile cell &R

acidophile leucocyte &2 [ 2 iy

acidophil granule Rk

acidophilia; acidophily &R

acidophilic bacteria &z

acidophilic cell FEEEVEA

acidophilic erythroblast i 4/ 41 4
fL, e R AR LT AN, IF BAT 4

acidophilic leukocyte FE&ME: [ 41

acidophilic normoblast 5.4/ 21 4 i,
WE TR T LT 4
acidophilic structure gL M55

acidophilous milk %93

acidophobe KR

acido-soluble Ry HY, FTIE TR

acidotic RN

acidotrophic FRPEEFRAH

acidotrophy i R4

acid phosphatase R 1HERR i

acid producing FfR[T)

acid producing bacteria f=ERH

acid protease; acid proteinase
g

acid protein bond R 4

acid red 41

acid seromucoid [ KB EH, ok
PR A

acid solvent iR 7AR

{7448

acid tolerant Ti{f2ny

acid triggering R fil %
aciduria MR

acinar i)

acinar cell Ry 40k
aclacinomycin i 5ii g%
aclasinomycin i fi 78R
acmycin THi# %

acofriose  FZEHE-3-HI Gk
aconitase (JIii) 5 L iR
cis-aconitate I kB2, T2 sk iR &

[(EE
aconitate i) 3kg, UL R &L
ROl AR

cis-aconitic acid )i 235
aconitic acid (Jli) 2Lk
aconitine L7

aconitum alkaloid =3L )8 4= ¥h%

acovenose 72 ACHE, 3-H1 JL-6-JIi 4
i

acquired agammaglobulinemia 7575
PETC v BRAR A ML OE D

acquired character #f5Hk
acquired immunity FR7EPEGF
acquired immuno deficiency syn-
drome(AIDS) 399 , 3RAG M S
BRIEZE SR
acquired secretory immunity 3k 15
acquired tolerance FA51EIH Sk
acquire target gene #RHH HyRLH
acquisition A4, RAE

acquorin JKEEAGEH

acrasin  BHERRER . FHE
acrasinase KEHE R, BE X
acridine nynE

acridine alkaloid Iy g2 04 Py,
acridine dye I iEguk}

acridine ester '/ IETig

acridine orange I/ IERE

acridine orange staining technique
W WA e 07k
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act

acridine red M/ igELl

acridine yellow 1Y IE &

acridone Y IE [

acriflavine IiEiEE

acrinia JrEk=

acro-  (Isk) TOL& , TR 4

acroblast; acrosomic granule 5 Tji{k

acrocentric chromosome 3t i 5 2247
PSR NS T Ie e F 4 A LSUN N

acrodynia JIJFiiE

acrolein; acryladehyde /7 i

acrolein polymer HIGEEFKRLZRIA

acrolein resin FNIARER G

acrol(o)yl- PAREECED

acronycine [1[ifiH} 4

acropetal translocation |i] Tiiz %

acroplasm  Tififu )i

acrose [, Bl )

acrosin  TRRZE I, TRE , UK 72
M

acrosol <355

acrosomal cap;acrosome IF{AC

acrosomal enzyme Tji{A i

acrosomal granule THi{fk;

acrosomal phase Tfif&H]

acrosomal process Thi{&z

acrosomal protease Tii{&% 4

acrosomal reaction TH{A& 5 Ji , T iAOKS
F BN

acrosomal vesicle Tii{Ayf

acrosome protein THi{A&ZE [

acrosome reaction TH {4z i/

acrosyndesis IR Ss , SR ED N

acrylamide /7T

acrylamide gel electrophoresis /%
P BB I FRLTK

acrylate [RJ&RR ; PIMARREL | BH AR

acryl choline /A BEAHA

acrylic acid 7442

acrylic polymer N2 (HE L RIK

acrylic resin YR RS AR

acrylketone A7

acrylonitrile H# %
acryloylation AELC/EH D
acrylyl coenzyme A TN A
actamycin JE4E %

actidione LR CEE I, (3 WEIW A%
BZ WAL

actiduin GBI R U ERE

actihaemyl |75

actiline %% B

actin JJlzhEN

actinate Jl3h%E 1LY

actin binding protein(ABP) Jlz)E
HZGHEN

actin bundling phosphoprotein fjji
R RS R

actin filament 3075 4742, 4014

trans-acting T AAEA

cis-acting =R /ER L ECAE T, )
CDN AT [E4E H

cis-acting arrangement izt HE%

trans-acting element J7 =CAE KT

cis-acting element Jiji =/ I £, I
AAEHTT

trans-acting factor 3 =X/EHHTF

cis-acting locus JIji=C/E F 2L 22

cis-acting protein JIi={EHE

trans-acting protein factor 7 = {E
HE A

trans-acting ribozyme 7 2 AE NG

cis-acting ribozyme iz /E %G

trans-acting RNA & X/Ef] RNA

cis-acting sequence JIfi=AE T

actiniasterol V3% f§{ i

actinic  Cf7 DGl

actinic keratosis t{bE k%

actinidine JiRHEH

actinin; actinine L 31 & A ; 1 2%
R

actin microfilament JJi 37 i

actin-myosin complex .3 & -l
HREHEAY)

actino-  (J)sk) Y6k 4 s R

actinobolin it LE
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actinochitin £k 55 20 activated molecule %{k4>T
actinochrysin i H 4= activated neutral protease 75/
actinodiastase J& 7T K PR

actinoflavin &L B2 activated oxygen species &3S

actinogan  [})74% 1R )

actinolysin L HIEE

actinomorphy &5 %HFR

actinomycetes ik #

actinomycetin [ FHE

actinomycin JHLHE,HASE

actinomycin D 4% D

actinomycotin itk A %

actinonin ik E I

actinophage itk FH R HE A

actinophytosis it #R

actinorhodin; actinorhodine i £k 5
55

actinorubin 4L E

actinospectacin  ji 45 0 2, o 0
R,AER

actinotiocin LR IKE

actinovorin & EDEER

actinoxanthine £k atiZ

actinozyme it 4 i

actin ploymers fJl31%& 428k

actin-related protein (Arp) 3%
ARG A

action fEH], 3k

action spectrum {EfGiE

actithiazic acid jiit&k sEms iR

activase {1k

activated carbon;activated charcoal
TR

activated carrier [%{bZR{A

activated clotting time (ACT)
A4 1L Ao ]

activated coagulation time
I I

activated complex H{LE &Y

activated form J% {5

activated macrophage

0 P 2

1

e
i ABE

T Ak B 4

activated partial thromboplastin time
(APTT) Ak 53-8 1 A 1]

activated reactant % {Li RN =Y

activated sequence JiF 73

activated sludge J%147578

activated state FEAS,IHILAS

activated support JF{b 4k

activated thio group F{bLiTit

activated transcription factor(ATF)
e S0 K

activating energy;activation energy
mAkRE

activating enzyme 5 (L[, 50T il

activating form {5 %1

activating group % LI

activating protein J5{LiEH

activating protein family AP1 5%,
P AR

activating reaction 5{k)7

activating system 7GR 4%

activating transcription #5505

activating transcription factor #%45¢
W

trans-activation J7 UGS EH, B R
B, S s

activation JIECIERD; AL, B3h

activation analysis &1L, 805 4
Mr
activation center 0

trans-activation domain Jz =7 1
activation domain i ki
activation factor Hf{LIXT
activation heat G4, iEfb A
activation hormone b Z, (R
BN
activation index H{bIE%k
activation induced cell death
R YNHsET

activation Kinetics

P

Wk sl e
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act

S

activation of protein precursor
FUBTY T AT AL

activation pathway J{i%isf%

activation ratio kit

trans-activation response element
(TAR-element)  Jz 5 1k )5 b7 oG
7t

activator JIE |, IS E T IEL

activator constant 7% 7 H 4

activator-dissociation system 7%
fil B R G0

activator-dissociator system
BT RYE

activator of enzymes [ §1IMIEY)

activator of plasminogen £f 7 fiiff J7L

s T

HEY)

activator of transcription %% 3¢5
7}

activator protein(AP) #5714

activator protein family (APF) %
L AR

activator RNA #J% RNA

activator site JGHETE

cis-active JIizCTH

active absorption 3= 5I kL

active acetaldehyde %4 7,/

active acetate (5% L FRER

active amino acid {5 E IR

active analogue %L1y

active anaphylaxis [ 380U W

active biomass AR A YR

active carbon; active charcoal %4
R

active carbonhydrate JF {4

active cassette JEVERR &

active center TP

active channel 54384

active chromatin 51 fa i

active constituent 5% %4y

active dry yeast 54T EEE):

active ester of amino acid Z 211
AR

active factor j5 4T

active form 75, 15k

active formate %1 EREL

active formimino 54 W Jii /P 3t

active formyl 5 :FHESL

active fragment 514 5 B

active fructose i b

active glucose I 172

active glycolaldehyde JEMH:32 21, i%
PEZ B

active glycolipid  P:-ifi %5 PR BENE

active group % M:IECH)

active hydrogen GEE

active hydrogen compounds 5} 5
s

active immunity 5, B30k
i3

active incorporation pathway Iz
EYN e

=

active infection F3{ZYL

active ingredient AU

active inhibition F3hiNkH

active iodine Pl

active ion transport B3 3iak

active mass FRUTHE

active mediated transport FF/F
BH, BN FhEE

active methionine %A

active methyl % Ff 3t

active microorganism EM:AEY
active mycelium {522

active oxygen G4

active oxygen radical JH{EA L
active patch 55

active peptide 754 fik

active phospholipid 5 #15

active principle H%US AR R
active protein JEVER 5

active pyruvate 5P EIEREE

active radical JFEL, IEPEAR

active reaction %R ARG N
active region KX

active retrosposon i 1k [ % 5 A




act .12 . acy
ERLE S =n WIR VR A

active site 75 PN, 1M H L T | acute-phase serum Sl ifi T
75, BEG HA acuteporphyria 2 P:0MbE

active site structure 5 V:ERA74E5H acute rejection ZMEHEF

active space {5 H Z/EHX acute test ZAVHRL

active state JIHIRE acute toxicity 2Pt

active substance {4 acute toxicity test ZPEEEERE

active target FzhHHM Acute transforming retrovirus 2

active targeting Jh{E5(H

active transfer Fzh{&3%  IEMEER

active translocation 335 i, I M
i AEHENL

active transport Tz, F sk

active type JEzim

active uptake I3k

activin JHfLHE

Bactivity Bt

activity %77 0G0 I TG E)

activity coefficient &L 2%, 7GR
]

activity curve itk

activity immunity 3=z %5

activity type %325

actomyosin JJlahERE A, IEREH B

actophorin #JlzhE

acumentin P & 1, JL3h & I

acumycin 45 %

acute effect ZPEH%N

acute infection 2 PRy, 2 HfEYe

acute lymphoplastic leukemia £
ST ECL L 1 O

acute phase ZE

acute phase protein

HHEH

AYEWIE R, 2

acute phase reactant 2z N4

acute phase reaction 21432

acute phase reactive protein Z 1
SR

acute phase response Z i % )i

acute phase response element i
R T

acute phase response protein i

B AR S S B
acyclic JoIRAY, AEPRERRY , ARG A 1Y
acyclic nucleotide JCIFA%I R
acycloguanosine JCI 2 1F,9-(2- % 2

P B I

acyclovir(ACV) ( = acycloguanosine )
T EH

acyl- i3t

acyl-acyl carrier protein 3Ltk (A&
HH

acyl-acyl carrier protein dehydrase
Tk BE MR A8 1A 2 | It /K i

acyl adenylate B3R 1R

acylamido izt

acylamino acid iR LR

acylamino acid releasing enzyme
(AARE) P BE41 JL e R il

acylamutase 555 (37 il

acylase [t ALHG , BEEL Rl

acylating agent [t{k5|

acylation b/

acylation site b7 5

acyl azide [E%

acyl bromide

O-acylcarnitine O 55 A

acyl carnitine FBEHEE P i

acyl carnitine translocase J5 Mt P i

Gy it

acyl carrier protein (ACP) [t 5L %%;
R

acyl carrier protein acyltransferase
Pk A A2 1 ISE R AL Tl

acyl chloride Pt
acyl-CoA carboxylase JISEEG TG A 32
it
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ada

acyl-CoA dehydrogenase [ 35L4#iTF A
JI5t Pt

acyl-CoA ester [BEEL4fRE A 1

acyl-CoA ligase WBEHE:&HE A 144N

acyl-CoA synthetase [ E4HfE A &
JC

acyl coenzyme A(acyl CoA) JIRHELH
filg A

acyl enzyme (J5 IS

acyl exchange [ fi

acyl fluoride 5

acylglycerol [ JLH vl ; H- it g

O-acylglycolipid Ot HEAS

acyl halide ki

acyl-malonyl-ACP condensing en-
zyme ISP A 2 BA B Tk L 2 AR 2
14 T

acylmannosamine ;3 H EE 0%

acyl migration FiILEERL /R

acylneuraminate; acylneuraminic
acid  PBEAELA 2 Z OB MR , W R (R

acylneuraminylhydrolase i 5t it é
AR K ik ik

acyloin i

acyloin condensation [l 45 &

acyl phosphate BEE#ERZ

N-acylsphingosine ethyl ester
T4 2 I £ T

acyltransferase [ 54475

acytotoxin [fREFER

adamantanamine 4Nk

adamantane 4%z

1-adamantanecarbonyl chloride
1= W ek ot 54

adamantyl tetracycline 4 K45 PU PR
ES

adaptability %

adaptable f8i&E i 1Y, 1E W PEGE Y

adaptation &)/

adaptation pattern;adaptation type
&

adaptation time 3 i i} ]

adaptation to darkness [55id)

N-ig

adaptation tolerance i i/ itk

adaptation to light (&

adapted ; adaptive &)/ 1)

adapted culture &) 1557

adapter 543k, T G BCAY ; §E 8
LT S I ey NS 27

adapter hypothesis i1

adapter molecule; adaptive molecule
(GE=¥im

adapter protein i 4R

adapter RNA 45414k RNA

adaptin  fEEEH

adaptive behavior &N AT R

adaptive capacity &N, & W AE )

adaptive character i Ji 451 , & I 45
5

adaptive compensation i Jij #Mx%

adaptive complex i i & 4k

adaptive cytoprotection & i 1% 41 g
(=

adaptive differentiation 1/ b

adaptive dispersion i MY BL

adaptive divergence )45

adaptive element & ol

adaptive enzyme & i, 175 5

adaptive evolution &) 1L

adaptive expression if i PE R ik, I
REREESE

adaptive form )i 2SR

adaptive immunity & PR, 4k K
o, AR S

adaptive immunization 5 )i %0 5
VERT, FATE 2 é%%iﬁaf“ YEH

adaptive immunotherapy i 4% 5 25
T

adaptive migratory &L iTH

adaptive mode 3% )i J7 =, 5 W A

adaptive molecule; adaptor molecule
(i

adaptive mutation i )i PE5E48

adaptive radiation & i/ 75}

adaptive reaction & Jij J i

adaptive regression iE)ijiEfL
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adaptive response i )i [z [ , 36 v P biil

R additive factor JfipEHEZE
adaptive selection i i P k5 additive gene i FEA
adaptive value & {H additive genetic effect 3L X 4 Jin &%
adaptive zymase i v iR ¥
adaptivity &), i85 I additive genetic variance il i {4
adaptogen i )i J5 T
adaptometer &) it additive recombination HAE 4], /N
adaptor TR Y. LA 0. g | ATEAL PERZ]

RGBS

adaptor hypothesis %24 {8i5

adaptor protein 3k [ i, AR
i

adaptor RNA #%4% RNA, ¥ RNA

adaptor specific primer extention
R S | Y A

adaxial b , kY

adding enzyme il il i

addisin FEHAME

Addison’s disease ik #5575

trans-addition =N,

addition Zshn, ik,

additional allowed domain [ff il &5
PFIX 8

additional signaling protein (asp)
M5 5E e

addition compound Stk &Y
addition elimination reaction i -
TH R B
addition haploid [fHmeffiik
addition line [ffin &
s A

addition mutation 7587
P
™

addition of chromosome 4t {7 {& ¥
i, G e AR B

addition polymer il /i £ 54, i,
RBEW

addition reaction;additive reaction
TR R

addition sequence il i/ %

additive ¥y, 5|

additive effect Jintsiny . F1 B&0

LA AR

additive effect of genes

additive regulation iy

additive variance fiitra

ad%;‘essin HhE R GEBEER 00 S D

)

address locus 3 {Z{i 5

address tags {IHlFRAG, Hikbbra

adducin PR A (—Fh AR S 4R
M, ] S5E5RE A

adduct Jin&Y, AL &8, LR IR

adduct assay &Pk

adduct ion & ET

ademethionine JE 1AM, L HE

adenase JIRIEES (i 2 I

adenine(Ade) s

adenine arabinoside (araA )
H

adenine deaminase (ADA)
it =

adenine deoxyriboside Jii & IR, Bif
WELRA o A A%

adenine flavin dinucleotide
R MR

adenine-guanine ratio fi
WS L 5]

adenine methylase [ IZEn4 F B A il

adenine nucleotide IS4 g

adenine phosphoribosyl transferase
A B3 T A W R e AL Tl

adeninyl- JJRIZ4 5L

adeno- (i)

Adeno-associated virus(AAV) JEfE
R EE . RAHDCIR

adeno-associated virus vectors

BT it
iR W

JiR MR

JiRFE



ade

e 15

ade

Bt R A, IR AR O B A4
adenocarcinoma JiiJE
adenocarcinoma cell
adenochrom Jiji {1 %
adenocyte 4 A
adenohypophyseal IR/
adenohypophysis JRFE(K, (FEATRTIH
adenoma Jfig
adenomatous polyposis coli

25 70N
adenomycin R E
adenosinase [l
adenosine(A ; Ado) R, JROIER )

1
adenosine-biphosphate fif{-3',5"-—.

R
adenosine deaminase(ADA) 5%

AN
adenosine deaminase deficiency i

T S
adenosine diphosphatase

PR , — WL IR
adenosine diphosphate (ADP)

TR, R
adenosine diphosphate glucose

(ADPG) i — Wl le i, — B iR

JoRH A A
adenosine Kinase g H 7 , LG
adenosine monophosphate (AMP )

JIRA C— W DR 5 IR IR
adenosine phosphate g1/ #iR
adenosine phosphosulfate(APS) Jji

HRAR R
adenosine tetraphosphatase

TARTRMNG , VUBERR IR T
adenosine tetraphosphoric acid |7

T PUBERR , PO R
adenosine transporter Jiir55 s H
adenosine triphosphatase( ATPase)

BT = IR G , — WEIR AR 1T B
adenosine triphosphate( ATP)

=R , =B AR
adenosine triphosphate phosphoryl-

il

JiR JeA

MR W
JiRAF

Ji P

AT

ase [T = WERR MR (L
adenosine triphosphate syhthease

RN A

adenosyl-  (ir]3) IR CIERSAZ O (34D
adenosyl homocysteinase [ 1 55 2
It R
S-adenosyl homocysteine(SAH)
ST IR

S-adenosylmethionine decarboxylase
ST FF I 2 5t 2 il

S-adenosylmethionine ( SAM )
H AR

S-adenosyl methionine (SAM)
B 2R , M B A AR

S-adenosyl methiopropylamine
SRR H BRI e

adenoviral vector JIRfEEEEA

Adenoviridae R7EFH

Adenovirus associated virus
HHI B

adenovirus(AV) JigE#

adenovirus early region JiiJ5 3 5 1Y
(DX

adenovirus vectors [IRfEaEEL A

adenyl- JEMER4 ()

adenylase 5 F5

adenylate R (204 4% 0H TR

adenylate control hypothesis JIf Ffi%
PR R

adenylate deaminase [ I 4 i

adenylate energy charge Jf{ffEs

adenylate Kinase; adenylic acid Kki-
nase iR R

adenylate pool Ji ik

adenyl cyclase; adenylate cyclase
(AC)  Jirmsriuig

adenylic acid (AMP ) ( = adenosine
monophosphate) i H %

adenyl luciferin JJRiFfEE &

S
SR

i 2

adenylo- JEH R
adenylosuccinase i 1 i (35 158 12
fity

adenylosuccinate ; adenylosuccinic
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adj

acid  JRHIRCEE DR IAIR

adenylosuccinate lyase Jii iz (5]
TRFAIIR 4 it g

adenylosuccinate synthetase Jii 1 2
CHEDBE AR 15 B

adenyl oxyluciferin i 1§ i % 1k d 3¢

adenyl pyrophosphatase [+ it £ 5
il

adenylsulfate ; adenylyl sulfate Ji3F

adenylsulfate phosphokinase JIf i+
R A O

adenylyl-  (3d] k) JIF OB % 42 0 4 B

(3]

adenylylation JR{7EEILCIEAD

adenylyl cyclase i BE3A (LG

adenylyl sulfate kinase Jif # [k 5% 2
i

adenylyl sulfate pyrophosphorylase
JR T IR R £5 W R (L B

adenylyl transferase f [k 5L4: 75 b

adermin 4iA4F Bs JIERE

adhere  Zfifff K1k

adherence Fi5 , B, Kk IRE

adherent %511 ; ZEFH Y RGE Y

adherent cell 15 5% 41 fifg, 2 B O D40
ML, 265 (4t

adherent culture; adhesive cultiva-
tion iEERE SR

adherent desmosome ZhE ik

adherent junction 7% %

adhesin [}

adhesion BT, fEE B A

adhesion and opsonization %[ 5
g B

adhesion belts Zi&4

adhesion factor %L [H 1, IGEEKR T

adhesion molecule %% /> 7, &t 43
%

adhesion plaques;adhesive plaques
FAEDE, BT

adhesion protein

MR AR L B

adhesion receptor 7% 57 {k

adhesion sites Bl (v A5

adhesion zone Zi#E7

adggsive FERLBREN L MENBE

adhesive cell Zi# 40

adhesive filament Ziz%#

adhesive form Zf} 5

adhesive fusion ZiZEAS

adhesive glycoprotein Zi %

adhesive protein Zh%&

adhesivity Zhi% 1

adiamycin [ %

adipate  —JR; L —RER FRER

adiphenine f#E%E

adipic acid = 0%

adipic ketone . i

adipocyte Jig 54/

adipocyte membrane glycoprotein
B 15 4 AL RSO 2 1

adipogenesis JE/i2E i,

adipokinetic action JI5 i 3 FH 1 .

CHR T 8938 5141
adipokinetic hormone 53 % (R
W, Be s IR

adipokinin 5Ol RR 3N CHMER
adipoleucocyte Jg[ 141/
adipolysis JI§i 5>

adipoma f5J

adipose JI5i 50

adipose cells g4

adipose membrane JI5/ix

adipose tissue g4

adiposin JiP T 2

adiposine fIEfi#%

adiposis AEAECHED

adiposity £Jig, Itk

adipsin 55, I 15400 22 F B2 A5 1 g
adiuretin SRR BUAIREE
adjacency 4B#%

adjacency segregation FH4[4rES
adjacent disjunction 4[4 5. 1546
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ads

BT

adjacent distribution

adjust Y, JH% EIE

adjustable A

adjustable micropipette ] {F =%
wE

adjustable spanner iz F

adjusted retention time &3 ¢ &4 i}
1]

adjusted retention volume
(LA

adjusted solution &%k

adjustor JEELHL, JHRERR T

adjuvant {557, 52y B

adjuvant chemotherapy #iBhfks7

adjuvant cytokine {/:7 4R T

adjuvant disease {755

adjuvant factor /3|1

adjuvanticity 45055 i

adjuvant peptide {5k

adolapin i 48 U ik

adoptive immunity 4k 5 s, kR
it

adoptive immunotherapy (AIT) i
ARTEGES 7k

adoptive tolerance 4k Mt 21

adoptive transfer iF4kf:H%

ADP ribosylation ADP #Z%#5E4k

ABIT I AT

A PR

ADP ribosylation factor ADP ¥
HAH

ADP ribosyltransferase ADP #%#i5E
R

adrenal ; adrenal glands ¥ I-Jif

adrenal cortex ¥ IJif R i

adrenal cortical hormone ( = corti-

coid) ' HRA MR

adrenal cortical steroid ¥ [ Jif 57 i
2% [

adrenal hormone; adrenaline 5 |-
Rk

adrenal medulla '[¥ [-BiE 5
adrenalotropic hormone {2'F I i
#

adrenal steroids
Yy, B A e

adrenergic ' RGN, E LRI
[iEEE]

adrenergic agent % IR £ (R T

adrenergic blocking drug % kg &
FiE BH 7771

adrenergic fiber

adrenergic neuron
Jt

adrenergic receptor ¥ I'jpZEhE7 4k

adrenergic receptor Kinase ¥ |-/l
B2 PR

adrenoceptor ' Il Z 72k

adrenocorticoids ¥ |2 iM%,
B I PR

adrenocorticotropic hormone
(ACTH) ( = corticotropin )
R R

adrenodoxin (' [ If 05 gk WA R
H

adrenomedullin(ADM)
£

adrenoreceptor X | IR 7K

adrenosterol ' |- fi [

adrenosterone ' I ff [FIER, & I ARl
i)

adrenotensin(ADT) ' [ i KAk

adrenotrophin ; adrenotropin {i¢ j7 Jit
AT LR TR

adrenoxidase ¥ [- R E L

adriamycin 52, WAERWER

adsorbent 1[5

adsorption W /EMD

adsorption capacity R Iy, W R

adsorption catalysis [ {E{k

adsorption center 1.0

adsorption chromatography
PO, W B i 3B (0

adsorption coefficient 1 [f} 2%

adsorption film 1

adsorption hysteresis

2

B IR S

(FES N
B LR R BE A 2

fie

B L R

W fh J=

Mz B i S CEL
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adsorption isobar {45 H 4k aerobe HEE ,FEEAY A, ITE
adsorption isotherm I [} 45 2k H:W)
adsorption layer )= aerobic FEM
adsorption potential I [ e 3k aerobic bacteria 77 & (410 W, W <
adsorption precipitation Wi (40

W, B4 A 7 R aerobic biooxidation & =Y E b

adsorption profile
iR

adsorption quantity 1%l

adsorption test [ %

adsorptive endocytosis [EH HNE&

adsorptive internalization 1 [} N1k

adsorptive micropinocytosis route
W2 A ROH R 3 A

adsorptive phagocytosis route
RS

Adult diarrhea rotavirus (ADRYV)
IWNRCE N

adult hemoglobin J4E/Y I 2T 7E H

adult hormone {3 2

adult lethal mutant A3t 5825 %

adult red cell population j{ A 2140

i B

JHuitE

adult T cell leukemia #i A T 408
Ik

advanced glycation endoproduct
(AGE)  mgubitb 2™ 4y , e ok
2=

advanced glycosylation =20LAk

advanced glycosylation end product
R RRERAL L =)

advancing front model jifif5i7)

adventitial cell AMEANM, & Bz 400

ad;/ej:ntitious REW, TER, Ik

adverse selection ¥ivE$RE, MR ERE

AE-cellulose 4{Z 3Lef4E 2

aecioopeion ; aeciospore 51T, H I
%

aequorin K ELAGE I, KEFEE, K
BLR SHOEEA

aeration H=

aerial mycelium </ 22k

Aerobacter aerogenes 7 S /SHH

YEA
aerobic capacity 4% ftiHE
aerobic cultivation FHE15E
aerobic culture {55555

aerobic decomposition 41 /i (E
3

aerobic dehydrogenation 75 & /i &
CPERD

aerobic denitrification 75 4%/l & (fE
H3

aerobic enzyme 754

aerobic fermentation &%, 17
K

aerobic glycolysis 7 7

aerobic metabolism 74 & (%4t

aerobic oxidase & A LG

aerobic oxidation #& %k

aerobic phase A M, FEM

aerobic respiration 7%

aerobic waste treatment 5% K4k
Bl

aerobiosis FHEANE

aerogel S BEKE

aerogen S H

aerolysin LI

Aeromonas SIS

aeropgase I(EAR{E

aerosin inhibitor TH{REHNHIF

aerosol A%

aerosol gene delivery < i 5t A 3%
B

aerospace medicine i %, K23
B2 A B2, A [H) R

aerosporin S fUfFEH, ZHHEK B

aerospray ionization SBEH BTk

aerotaxis %M

aerotolerant bacteria [i}4 5




aer « 19 . aga
aerotropism  [i] % M: , [ <1 affinity filtration :f:dyE
aescigenin -LIM(FF A% affinity handles £

aesculin( =esculin) £, £’ | affinity hybrid cell SEf1ZeRh40H
aethyl 23t affinity-isolated antibody >% f1/) %
aetio-  (jilsk )7, %) SOE7REN

aetio cholane ZA<fiHfx affinity label ; affinity labeling %71
aetiocholane 3-o17-3-diol A fafz-3- | #ric

ol 7 -3

aetiocholanolone 7 fIH 4 i

aetiohemane A& M40

aetiology Jij 57 i [l
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